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RESEARCH SERVICES

Human Whole Genome Sequencing

Overview

Human whole genome sequencing (hWGS) enables researchers to
catalog a genetic constitution of individuals and capture all variants
(single-nucleotide variations (SNVs), insertions and deletions
(InDels), copy number variations (CNVs), and large structural variants
(SV) present in a single assay. Equipped with the powerful Illumina
NovaSeq 6000 system, Novogene is capable of sequencing up to
280,000 human genomes per year at the lowest cost per genome.
With the addition of Oxford Nanopore PromethION and PacBio
Sequel Systems, Novogene also provides hWGS services with more
complete and accurate characterization of human genome and
complements missing sequencing reads, especially in highly
polymorphic and highly repetitive regions from short reads
sequencing. With extensive experience in whole genome
sequencing and advanced bioinformatics capabilities, Novogene is
able to expertly meet customer needs for delivering large project
results with quick turnaround times and the highest quality results.

Advantages

State-of-the-art NGS technologies: Novogene is a world leader in sequencing capacity using
state-of-the-art technology, including Illumina HiSeq and NovaSeq 6000 Systems.

Applications
Genetic disease study
Cancer research
Human population evolution

DNA biomarkers
Pharmacogenomics
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Highest data quality: We guarantee a Q30 score ≥ 80%, exceeding Illumina’s official guarantee of
≥ 75%. See our data example.

Extraordinary informatics expertise: Novogene uses its cutting-edge bioinformatics pipeline and
internationally recognized, best-in-class software to provide customers with highly reliable,
publication-ready data.

Sample Requirements

Platform Type Sample Type Amount (Qubit®) Purity

Illumina Novaseq 6000

Genomic DNA ≥ 200 ng

OD260/280=1.8-2.0
Genomic DNA

(PCR free) ≥ 1.5 μg

Genomic DNA
from FFPE * ≥ 0.8 μg

PacBio Sequel I/II HMW
Genomic DNA

≥ 10 μg (for Sequel
I)

≥30 μg (for Sequel
II)

OD260/280=1.8-2.0;
OD260/230=2.0-2.2;

Fragments should be ≥ 30 Kb
for Sequel I, ≥ 60 Kb for Sequel

II

Nanopore PromethION HMW
Genomic DNA ≥ 10 μg

OD260/280=1.8-2.0;
OD260/230=2.0-2.2;

Fragments should be ≥ 30 Kb

Download full version

Note: For detailed information, please contact us.

Sequencing Parameters and Analysis Contents

Platform Type Illumina Novaseq 6000 PacBio
Sequel I/II

Nanopore
PromethION

Read Length Paired-end 150 bp

average > 10
Kb for Sequel I

average > 15
Kb for Sequel

II

average > 17 Kb

Recommended Sequencing Depth

For rare diseases: 30-50×
For genetic
diseases: 10-

20×

For genetic
diseases: 10-

20×

For tumor tissues: 50×,
adjacent normal tissues and

blood 30×

For tumor
tissues: ≥20×

For tumor
tissues: ≥20×

Standard Data Analysis Data quality control Data quality control
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Alignment with reference
genome Sequence alignment

SNP/InDel/SV/CNV
detection Structural variant (SV) detection

Somatic SNP/InDel/SV/CNV
detection (tumor-normal

paired samples)
Variation annotation

Download full version

Note: Sequencing depths and bioinformatic analysis (or advanced analysis for Cancer or Disease) requests
can be customized based on the project needs. Please contact us for more information.

Project Workflow

Sample
Quality
Control

Library
Quality
Control

Data Quality
Control

Sample
Preparation

Library
Preparation

Sequencing

Bioinformatics
Analysis

More Research Services
Animal & Plant Whole
Genome Sequencing

Microbial Whole
Genome Sequencing
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REACH OUT

Tell Us More About Your
Next Project
We are proud to be able to support your research by generating high-
quality, publication-ready data in a rapid time-frame. Reach out to us and
we will get back to you shortly.

CONTACT US

SUBSCRIBE TO OUR NEWSLETTER

Subscribe for updates

Select a Region SUBMITEnter email address

 By clicking submit, I agree that Novogene Corporation may use
this information to contact me to assist with my request. I
understand that all personal information I have submitted will be
kept confidential in accordance with Novogene's privacy policy.

Connect with us
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