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Note: The graphics above are intended to demonstrate the complexity of matching
diagnostics and subsequent targeted therapies to a patient’s individual clinical
situation. They are NOT intended to suggest or direct neither the selection of the proper
diagnostic tests, nor to advise or serve as a reference to any associated therapy.
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The challenges surrounding the diagnosis & prognosis of cancer,
and the subsequent decisions on selecting the therapeutic path,
are becoming increasingly complex. One thing is clear - the
treatment of cancer is no longer a one-size-fits-all approach, but
rather the selection of therapy pathways carefully tailored to the

patient’s unique situation.

The field of advanced molecular testing, and the advent of next-
generation-sequencing, brings with it increasingly complex
diagnostic alternatives. These rapidly developing diagnostic tools
evaluate dozens-to-hundreds of genes,across various technology
platforms, using a variety of amplification, enrichment, analysis
and bioinformatics tools to arrive at the results. Similarly, there

is no single test that is suitable for all cancer patients.

SmartGen™ is a combination of academically-based diagnostic tools that were
developed utilizing the expertise of faculty at world-leading academic institutions
such as Baylor College of Medicine, Harvard, and Yale Medical School. Precipio’s
SmartGen™ offers the most robust and advanced suite of diagnostic tools

available.



Table of Tests

Cancer Panels Genes  Specimen Type DNA* Test Methodology TAT
NGS-421 Comprehensive Paraffin Block .
T [Pl 421 Tilier S5O0 TTesue 400ng DNA Whole Exon sequencing by NGS 7-10 days
NGS-409 Comprehensive Paraffin Block :
Carmear el 409 Tilier S50 Thesue 40ng DNA Whole Exon sequencing by NGS 7-10 days
NGS-50 Solid tumor Paraffin Block ; c
v el 50 Tiler S50 e 10ng DNA Hotspot Mutation Sequencing by NGS 10-14 days

Peripheral Blood (Purple Top
NGS-48 Leukemia/MDS/MPN Tube); Bone Marrow Aspirate . . )
Covear el 48 (Cﬁu;psle thp Tube); Bone Marrow 20ng DNA Hotspot Mutation Sequencing by NGS 10-14 days

ot Section
- Paraffin Block; Fine needle
TP - Tumor Profiling : o e fimtm . TagMan Array PCR :
Cancer Panel g2 ggglsgéjf‘mgte’ GRS B +/- Laser Capture Microdissection O EY
* DNA minimum requirements
Hereditary Panels Genes  Specimen Type Test Methodology TAT
A T Bl ] U 47 Blood (EDTA Purpl Full Gene S ing by NGS and Deletion/Duplication Analysis ~ 10-12 week
Camear Panal ood ( urple top) ull Gene Sequencing by and Deletion/Duplication Analysis -12 weeks
EIE‘G:C-EZrOPEIr’]eealSt/Ovarian 20 Blood (EDTA Purple top)  Full Gene Sequencing by NGS and Deletion/Duplication Analysis 10-12 weeks
H%Sh7RI_||st Bcgeﬁfgr Bl 7 Blood (EDTA Purple top)  Full Gene Sequencing by NGS and Deletion/Duplication Analysis 3 -4 weeks
e el 18 Blood (EDTA Purple top)  Full Gene Sequencing by NGS and Deletion/Duplication Analysis ~ 10-12 weeks
m%sh_-lRli?chgzlc%rf%anlel 11 Blood (EDTA Purple top)  Full Gene Sequencing by NGS and Deletion/Duplication Analysis 6 - 8 weeks
EIaGnSC'elzpzfé?/CNs/PNs 17 Blood (EDTA Purple top)  Full Gene Sequencing by NGS and Deletion/Duplication Analysis 8-10 weeks
?aGnSC—eerrPI;r;g?crine 14 Blood (EDTA Purple top)  Full Gene Sequencing by NGS and Deletion/Duplication Analysis 10-12 weeks
gf:{:rlpgﬁgfl 11 Blood (EDTA Purple top)  Full Gene Sequencing by NGS and Deletion/Duplication Analysis 8-10 weeks
NGS-9 Pheochromocytoma; . . N . )
Paraganglioma Cancer Panel 9 Blood (EDTA Purple top)  Full Gene Sequencing by NGS and Deletion/Duplication Analysis 8-10 weeks
Whole Exome Sequencing  Genes Specimen Type* Shipping* TAT
Express ship at room temperature in an insulated
Germline Whole Exome ~22,000 Blood - min 10cc EDTA (purple top) container. Do not heat or freeze. Sample must 15 weeks
arrive within 48 hrs.
Fresh/Frozen Tumor tissue: 200 mg B . . . :
; : press ship on frozen on dry iced in an insulated

g(i._SZ(l)B(JccgggzeF;is_%Lscsue ] iner container. Do not allow to thaw.

Cancer Whole Exome ~ 22,000 15 weeks

Blood - min 10cc EDTA (purple top)

Express ship at room temperature in an insulated
container. Do not heat or freeze. Sample must
arrive within 48 hrs.

* Please contact our lab to discuss specimen and shipping logistics prior to ordering these tests.

Utilizing the expertise of prominent faculty from premier academic institutions, we
will provide you with the guidance and support to select the appropriate test for your

patient. Our Omnia™ option provides each patient case a review of your patient’s clinical situation, to arrive
at a recommendation for the appropriate test.
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Laser-Capture Micro-Dissection

Laser-capture micro-dissection is a specimen preparation technique conducted by highly trained pathologists,
to selectively extract tumor cells (as opposed to non-tumor cells) for the analysis of the relevant nucleic acids.
This enables testing on very limited sample sizes, and decreases the risk of diluting the sample with normal or
benign DNA that can yield inconclusive or false negative results.

As always, the academic expertise is coupled with Precipio’s high level of service you have come to expect from
us. Our easy-to-use requisitions; reliable logistics; rapid turnaround time; and digital report delivery via our
iLabConnect™ system, brings the world’s leading academic-based diagnostics,to your fingertips,to support you
in giving your patients the care they deserve.

Sample SmartGen™ Report

s (CActionable Diagnosis))

 a—— Yalesss

((Drug Responsiveness Anal\/sis))

........................... ([Clinical Trials Information>>
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@ Gene appearing in the 409 panel ONLY
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SmartGen™ Hotspot Mutation Panels
NGS-50 ABL1 EGFR

Comprehensive Solid Tumor KT EREEZ
Gene Cancer Panel ALK ERBB4
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SmartGen™ Tagman Actionable Therapy Panel \

TP-12 ; KRAS NRAS * For NSCLC, Reflex to ALK &
Tagman Array Actionable TE PIK3CA ROS1 rearrangement by FISH

AKT1
BRAF

EGFR
ERBB2

Cancer Panel
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4 Science Park, 3 Floor
New Haven, CT 06511

USA

+1.203.787.1717
+1.203.901.1289
smartgen@precipiodx.com
@ www.precipiodx.com
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